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LOCUS 

DEFINITION 
ACCESSION 
VERSION 
KEYWORDS 

SOURCE 
ORGANISM 



REFERENCE 
AUTHORS 



HSY11416 2234 bp 

H.sapiens mRNA for P73. 
Y11416 

Y11416.1 Gl:2370175 
p53 transcription factor 
suppressor . 
Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata: 
Mammalia; Eutheria: Primates; 
1 



mRNA 



linear PR I 02-SEP-1997 



P73 gene; transcription factor; tumor 



Craniata; Vertebrata; Euteleostomi 
Catarrhini; Hominidae; Homo. 



TITLE 

JOURNAL 
MEDLINE 
PUBMED 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

FEATURES 
source 



Biscan, J.C. . 

Dumont .X. , Ferrara.P. 



Kaghad.M., Bonnet. H., Yang, A., Creancier.L. 
Valent.A., Minty.A., Chalon.P.. Leilas, J. M. 
McKeon.F. and Caput, D. 

Monoal lei ical ly expressed gene related to p53 at 1p36, a region 
frequently deleted in neuroblastoma and other human cancers 
Cell 90 (4), 809-819 (1997) 
97433090 
9288759 

2 (bases 1 to 2234) 
Caput, D. 

Direct Submission 

Submitted (21-FEB-1997) D. Caput, Sanof i-EI f-Bio-Recherches, Labege 
Innopole - BP 137- Voie N 1 , 31676, Labege Cedex, FRANCE 
Locat ion/Qua I if iers 
1..2234 
/organism="Homo sapiens" 
/mol_type="mRNA" 
/db_xref="taxon:9606" 
/chromosome="1" 
/map="p36" 
/cell_line="HT29" 
/eel l_type="adenocarcinoma colon" 
mRNA <1..>2234 

/ev 1 dence=expe r i men t a I 
var iat ion 78.. 175 

/note="exon 2 deletion 
second spl ice var i ant" 
var iat ion 81 

/note="al lei ic var iant" 
/replace="a" 
var iat ion 91 

/note="al lei ic var iant" 
/replace="t" 
gene 111.. 2021 



http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=nucleotide&list_... 7/3/03 
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/gene="P73" 
COS 111. .2021 

/gene="P73" 

/funct ion="tu[nor supressor" 
/codon_start=1 

/product="P53-l ike transcription factor" 
/protein_id=" CAA72220.1 " 
/db_xref="GI :2370176" 
/db_x r e f = " SPTREMBL : 0 1 5350 " 

/t rans I at i on="MAQSTATSPDGGnFEHLWSSLEPDSTYFDLPQSSRGNNEWGG 
TOSSMOVFHLEGMnSVMAQFNLLSSTMDQMSSRAASASPYTPEHAASVPTHSPYAQP 
SSTFO™SPAPV I PSNTDYPGPHHFEVTFQQSSTAKSATWTYSPLLKKLYCQ I AKTCP 
I Q I KVSTPPPPGTA I RAMPVYKKAEHVTDVVKRCPNHELGRDFNEGQSAPASHL I RVE 
GNNLSQYVDDPVTGRQSWVPYEPPQVGTEFniLYNFMCNSSCVGGMNRRPILI I IT 
LEMROGQVLGRRSFEGR I CACPGRDRKADEDHYREQQALNESSAKNGAASKRAFKQSP 
PAVPALGAGVKKRRHGDEDTYYLQVRGRENFE I LMKLKESLELMELVPQPLVDSYRQQ 
QQLLQRPSHLQPPSYGPVLSPMNKVHGGMNKLPSVNQLVGQPPPHSSAATPNLGPVGP 
GMLNNHGHAVPANGEMSSSHSAQSMVSGSHCTPPPPYHAOPSLVSFLTGLGCPNC I EY 
FTSQGLQS I YHLQNLT I EOLGALK I PEQYRMT I WRGLQDLKQGHDYSTAQQLLRSSNA 
AT I S I GGSGELQRQRVMEAVHFRVRHT I T I PNRGGPGGGPOEWAOFGFDLPDCKARKQ 
PIKEEFTEAEIH" 
CDS joindll.. 1594. 1689. .1704) 

/gene="P73" 

/note="first splice variant" 
/codon_start=1 
/evidenGe=exper imental 
/protein_id^" CAA72219.1 " 
/db_xref="GI 12370177" 
/db_x r e f =" SPTREMBL : 0 1 535 1 " 

/ 1 r ans I a t i on= " MAQSTATSPDGGTTFEHLWSSLEPOSTYFDLPQSSRGNNE VVG6 
TDSSMOVFHLEGMnSVMAQFNLLSSTMDQMSSRAASASPYTPEHAASVPTHSPYAQP 
SSTFOTMSPAPV I PSNTDYPGPHHFEVTFQQSSTAKSATWTYSPLLKKLYCQ I AKTCP 
I Q I KVSTPPPPGTA I RAMPVYKKAEHVTDVVKRCPNHELGRDFNEGQSAPASHL I RVE 
GNNLSQYVDOPVTGRQSVWPYEPPQVGTEFniLYNFMCNSSCVGGMNRRPILI I IT 
LEMROGQVLGRRSFEGR I CACPGRDRKAOEDHYREQQALNESSAKNGAASKRAFKQSP 
PAVPALGAGVKKRRHGDEDTYYLQVRGRENFE I LMKLKESLELMELVPQPLVDSYRQQ 
QQLLQRPSHLQPPSYGPVLSPMNKVHGGMNKLPSVNQLVGQPPPHSSAATPNLGPVGP 
GMLNNHGHAVPANGEMSSSHSAQSMVSGSHCTPPPPYHADPSLVRTWGP" 
CDS 255.. 2021 

/gene="P73" 

/note="second splice variant" 

/codon_start=1 

/ ev i dence=expe r i men t a I 

/protein_id=" CAA72221.1 " 

/db_xref="GI:2370178" 

/db_xref="SPTREMBL:015350" 

/ 1 r ans I a t i on= " MDVFHLEGMnSVMAQFNLLSSTMDQMSSRAASASPYTPEHAAS 
VPTHSPYAQPSSTFOTMSPAPV I PSNTDYPGPHHFEVTFQQSSTAKSATWTYSPLLKK 
LYCQ I AKTCP I Q I KVSTPPPPGTA I RAMPVYKKAEHVTDVVKRCPNHELGRDFNEGQS 
APASHL I RVEGNNLSQYVDDPVTGRQSVWPYEPPQVGTEFn I LYNFMCNSSCVGGM 
NRRPILI I ITLEMRDGQVLGRRSFEGRICACPGRDRKADEDHYREQQALNESSAKNGA 
ASKRAFKQSPPAVPALGAGVKKRRHGDEDTYYLQVRGRENFE I LMKLKESLELMELVP 
QPLVOSYRQQQQLLQRPSHLQPPSYGPVLSPMNKVHGGMNKLPSVNQLVGQPPPHSSA 
ATPNLGPVGPGMLNNHGHAVPANGEMSSSHSAQSMVSGSHCTPPPPYHAOPSLVSFLT 
GLGCPNC I EYFTSQGLQS I YHLQNLT I EOLGALK I PEQYRMT I WRGLQDLKQGHDYST 
AQQLLRSSNAAT I S I GGSGELQRQRVMEAVHFRVRHT I T I PNRGGPGGGPOEWADFGF 
DLPDCKARKQPIKEEFTEAEIH" 
variation 1595.. 1688 

/gene="P73" 



http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=nucleotide&list.... 7/3/03 
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BASE COUNT 
ORIGIN 

6' 
12^ 
18' 
24' 
30' 
361 
421 
481 
54' 
60' 
66^ 
721 
78' 
84' 
90' 
96' 
102' 
108' 
1141 
120' 
1261 
132' 
138' 
1441 
1501 
156^ 
162^ 
1681 
1741 
180' 
1861 
1921 
1981 
2041 
2101 
2161 
222' 

II 



462 

aggggacgca 
ggctgcgacg 
ccaccgccac 
cagacagcac 
gaacggattc 
agttcaatct 
cctacacccc 
ccaccttcga 
cccaccactt 
actccccQct 
aggtgtccac 
cggagcacgt 
acgaaggaca 
agtatgtgga 
aggtggggac 
ggggcatgaa 
tgctgggccg 
ctgatgagga 
ccgccagcaa 
tgaagaagcg 
actttgagat 
cactggtgga 
ccccgtccta 
tgccctccgt 
acctggggcc 
gcgagatgag 
caccccccta 
actgcatcga 
ccattgagga 
gcctgcagga 
gcaacgcggc 
aggccgtgca 
gcggccctga 
agcccatcaa 
cctgcgccac 
gcctcaggag 
aggcacctca 
tcacctgcag 



/note="exon 13 delet ion 
f irst spl ice var iant" 
a 798 c 646 g 328 



t 



gcgaaaccgg 
gctgcagagc 
ctcccctgat 
ctacttcgac 
cagcatggac 
gctgagcagc 
agagcacgcc 
caccatgtcg 
tgaggtcact 
cttgaagaaa 
cccgccaccc 
gaccgacgtc 
gtctgctcca 
tgaccctgtc 
ggaattcacc 
ccggcggccc 
ccggtccttt 
ccactaccgg 
gcgtgccttc 
gcggcatgga 
cctgatgaag 
ctcctatcgg 
cgggccggtc 
caaccagctg 
cgtgggcccc 
cagcagccac 
ccacgccgac 
gtatttcacc 
cctgggggcc 
cctgaagcag 
caeca tctcc 
cttccgcgtg 
cgagtgggcg 
ggaggagttc 
cgcccagaga 
gcaggacctt 
caggccccag 
aacc 



ggcccgcgcc 
gagctgccct 
gggggcacca 
cttccccagt 
gtcttccacc 
accatggacc 
gccagcgtgc 
ccggcgcctg 
ttccagcagt 
ctctactgcc 
ccaggcactg 
gtgaaacgct 
gccagccacc 
accggcaggc 
accatcctgt 
atcctcatca 
gagggccgca 
gagcagcagg 
aagcagagcc 
gacgaggaca 
ctgaaagaga 
cagcagcagc 
ctctcgccca 
gtgggccagc 
gggatgctca 
agcgcccagt 
cccagcctcg 
tcccaagggt 
ctgaagatcc 
ggccacgact 
atcggcggct 
cgccacacca 
gacttcggct 
acggaggccg 
cccaagctgc 
cgggctgtgc 
gaaaggccca 



aggccagccg 
cggaggccgg 
cgtttgagca 
caagccgggg 
tggagggcat 
agatgagcag 
ccacccactc 
tcatcccctc 
ccagcacggc 
agatcgccaa 
ccatccgggc 
gccccaacca 
tcatccgcgt 
agagcgtcgt 
acaacttcat 
tcatcaccct 
tctgcgcctg 
ccctgaacga 
cccctgccgt 
cgtactacct 
gcctggagct 
agctcctaca 
tgaacaaggt 
ctcccccgca 
acaaccatgg 
ccatggtctc 
tcagtttttt 
tacagagcat 
ccgagcagta 
acagcaccgc 
caggggaact 
tcaccatccc 
tcgacctgcc 
agatccactg 
ctcccctctc 
ccggggaaag 
gccaccgaag 



ggacggacgc 
cgtggggaag 
cctctggagc 
gaataatgag 
gactacatct 
ccgcgcggcc 
gccctacgca 
caacaccgac 
caagtcagcc 
gacatgcccc 
catgcctgtt 
cgagctcggg 
ggaaggcaat 
ggtgccctat 
gtgtaacagc 
ggagatgcgg 
tcctggccgc 
gagctccgcc 
ccccgccctt 
tcaggtgcga 
gatggagttg 
gaggccgagt 
gcacgggggc 
cagttcggca 
ccacgcagtg 
ggggtcccac 
aacaggattg 
ttaccacctg 
ccgcatgacc 
gcagcagctg 
gcagcgccag 
caaccgcggc 
cgactgcaag 
agggcctcgc 
cttcctgtgt 
gcaaggtccg 
ccgcctgtgg 



cgatgcccgg 
atggcccagt 
tctctggaac 
gtggtgggcg 
gtcatggccc 
tcggccagcc 
caacccagct 
taccccggac 
acctggacgt 
atccagatca 
tacaagaaag 
agggacttca 
aatctctcgc 
gagccaccac 
agctgtgtag 
gatgggcagg 
gaccgaaaag 



ggtgccggtg 
ggccgggaga 
gtgccgcagc 
cacctacagc 
atgaacaagc 
gctacaccca 
ccagccaacg 
tgcactccgc 
gggtgtccaa 
cagaacctga 
atctggcggg 
ctccgctcta 
cgggtcatgg 
ggcccaggcg 
gcccgcaagc 
ctggctgcag 
gtccaaaact 
gcccatcccc 
acagcctgag 
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□ > Qi|2370175lemb|Y11416.1|HSY11416 Dcid H. sapiens mRNA for P73 
Length - 2234 

Score = 123 bits (62), Expect = 1e-25 
Identities = 170/206 (82%) 
Strand = Plus / Plus 

Query: agT ttccagcagtcgagcaccgccaagtcggccacctggacgtattccactgaactgaagaaa 97 

lllllllllll Mill llllllll llllllllllllll III I llllllll 
Sbjct: 501 ttccagcagtccagcacggccaagtcagccacctggacgtactccccgctcttgaagaaa 560 



Query: 98 ctctactgccaaat tgcaaagacatgccccatccagatcaaggtgatgaccccacctcct 157 

lllllllllll II II lllllllllllllllllllllllllll Mill II II 
Sbjct: 561 ctctactgccagatcgccaagacatgccccatccagatcaaggtgtccaccccgccaccc 620 



Query: 158 cagggagctgttatccgcgccatgcctgtctacaaaaaagctgagcacgtcacggaggtg 217 

I II III Mill lllllllllll Mill Mill llllllll II II II 
Sbjct: 621 ccaggcactgccatccgggccatgcctgtttacaagaaagcggagcacgtgaccgacgtc 680 

Query: 218 gtgaagcggtgccccaaccatgagct 

mil II lllllllllll Mill 

Sbjct: 681 gtgaaacgctgccccaaccacgagct 706 
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Query: 38 ttccagcagtcgagcaccgccaagtcggccacctggacgtattccactgaactgaagaaa 97 

lllllllllll Mill llllllll IIIIMIIIIIIII III I llllllll 
Sbjct: 501 ttccagcagtccagcacggccaagtcagccacctggacgtactccccgctcttgaagaaa 560 

Query: 98 ctctactgccaaattgcaaagacatgccccatccagatcaaggtgatgaccccacctcct 157 

lllllllllll II II lllllllllllllllllllllllllll Mill II II 
Sbjct: 561 ctctactgccagatcgccaagacatgccccatccagatcaaggtgtccaccccgccaccc 620 

Query: 158 cagggagctgttatccgcgccatgcctgtctacaaaaaagctgagcacgtcacggaggtg 217 

I II III Mill lllllllllll Mill Mill IIIIIIM M II II 
Sbjct: 621 ccaggcactgccatccgggccatgcctgtttacaagaaagcggagcacgtgaccgacgtc 680 

Query: 218 gtgaagcggtgccccaaccatgagct 243 

Mill II IIIIIMIIII Mill 
Sbjct: 681 gtgaaacgctgccccaaccacgagct 706 
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RID=1057244210-018296-26361, 
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□ > gi 123701751 emblY1 1416. 1IHSY11416 WSMB H. sapiens mRNA for P73 
Length = 2234 

Score = 123 bits (62), Expect = 1e-25 
Identities = 170/206 (82%) 
Strand = Plus / Plus 



Query: 38 ttccagcagtcgagcaccgccaagtcggccacctggacgtattGcactgaactgaagaaa 97 

lllllllllll Mill llllllll llllllllllllll III I llllllll 
Sbjct: 501 ttccagcagtccagcacggccaagtcagccacctggacgtactccccgctcttgaagaaa 560 



Query: 98 ctctactgccaaattgGaaagaGatgccccatccagatcaaggtgatgaccccacctcct 157 

lllllllllll II II lllllllllllllllllllllllllll Mill M II 
Sbjct: 561 ctctactgccagatcgccaagacatgccccatccagatcaaggtgtccaccccgccaccc 620 



Query: 158 cagggagctgttatcGgGgccatgcctgtctacaaaaaagctgagcacgtcacggaggtg 217 

I II III Mill Mlllllllll Mill Mill llllllll II II II 
Sbjct: 621 ccaggGaGtgccatccgggGcatgGctgtttaGaagaaagcggagGacgtgacGgaGgtc 680 



Query: 218 gtgaagcggtgccGGaacGatgagct 243 

Mill M IIIMIIIIII Mill 
Sbjct: 681 gtgaaacgctgccccaaGGacgagGt 706 



http://www.ncbi.nlm.nih.gov/blast/Blast.cgi 



7/3/03 



RID=1057244210-018296-26361, 
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□ > Qil2370175lemblY11416.1|HSY11416 D 
Length = 2234 

Score = 123 bits (62), Expect = 1e-25 
Identities = 170/206 (82%) 
Strand = Plus / Plus ^ 



H. sapiens mRNA for P73 



\ 



Query: 
Sbjct: 




igagcaccgccaag t cfigccacc t ggacg t a ftt ccac t gaac t gaagaaa 97 

' Mill llllllll^lll4^N^^^Htt 'iii i / miniik 

agcacggccaag t cigccacc t ggacg t aqt ccccgc tfc 1 1 gaagaaa 560 



Query: 98 
Sbjct: 561 



Query: 



ctctactgccaafe 
jMirH.MI4l 
ctctactgccagi 



1 1 gcaaBgaca t gccc&a+eeag5Tcaagg t gla t gaccccacc t cc t 
I M\[IIUIIIIIIINIMIIIIII-Hllj Hill II II 
t cgccaagaca t gcccca t ccaga t caagg^tg t ccaccccgccaccc 




157 



620 



1 58 cagggagc t g 1 1 a t ccgcgcca t gcc t g t c t acaaaaaagc t gagcacg t cacggagg t g 2 1 7 
I II III Mill lllllllllll Mill mil IIIIIMI II II II 
Sbjct: 621 ccaggcactgccatccgggccatgcctgtttacaagaaagcggagcacgtgaccgacgtc 680 



Query: 218 gtgaagcggtgccccaaccatgagct 243 

Mill II lllllllllll Mill 
Sbjct: 681 gtgaaacgctgccccaaccacgagct 706 
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caccgactac 

541 ccaggcccgc acagtttcga cgtgtccttc cagcagtcga gcaccgccaa gtcggccacc 

601 tggacgtatt ccactgaact gaagaaactc tactgccaaa ttgcaaagac atgccccatc 

661 cagatcaagg tgatgacccc acctcctcag ggagctgtta tccgcgccat gcctgtctac 

721 aaaaaagctg agcacgtcac ggaggtggtg aagcggtgcc ccaaccatga gctgagccgt 



http://www.ncbi. nlm.nih.gov/entrez/queryicgi?cmd=Retrieve&db= 7/3/03 



